Sal T (5423)
Ssp I (5304) Nru I (206)
Pvu T (4869) Nde I (483)

o CMY promoter
Amp Hpa I (919)
MCS

pMACS LNGFR-IRES
(5425 bp)

—Pst I (1310)
— Avr II (1498)

Sap I (3486) " IRES

Sal I (3235)
Xho I (3171) /

Hpa I (3006) Stul (2141)
PolyA Nar I (2327)

A LNGFR ¢cDNA

Multiple cloning site (MCS):

Clal BsiWI BssHIT
Agel EcCoRV SfiT BstBI PacT Not T AscI EcoRI BamHTI

ACCGGTTAACCAGATATCGATTGGCCGTACGGGCCTTCGAACCAATTAATTAATGGCGGCCGCGGCGCGCCGAATTCAGTGGATCC
TGGCCAATTGGTCTATAGCTAACCGGCATGCCCGGAAGCTTGGTTAATTAATTACCGCCGGCGCCGCGCGGCTTAAGTCACCTAGG




